Phthalazine (2,3 benzodiazine) is a well known heterocyclic system which is widely used in synthetic organic chemistry as an intermediate. Its derivatives possess remarkable biological activity, such as anticonvulsant antimicrobial, anti-inflammatory, antifungal, antibacterial, vasorelaxant and cardiotonic activity (Grasso et al., 2000) .
In the title molecule, C 22 H 16 N 2 O, the tolyl and benzoyl rings make dihedral angles 50.2 (5) and 56.4 (5) , respectively, with the phthalazine ring system while the dihedral angle between the tolyl and benzoyl rings is 0.70 (4) . The crystal structure is stabilized by intermolecular C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds, as well as weak C-HÁ Á Á interactions.
Related literature
For the biological activity of phthalazine derivatives, see: Grasso et al. (2000) . For related structures, see: Dilek et al. (2004) ; Rajnikant et al. (2006) . Monoclinic, P2 1 =c a = 12.4873 (2) Å b = 8.8011 (1) Å c = 15.4425 (2) Å = 92.458 (1) V = 1695.60 (4) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 296 K 0.10 Â 0.06 Â 0.04 mm
Data collection
Bruker SMART APEX CCD areadetector diffractometer 30411 measured reflections 3519 independent reflections 2606 reflections with I > 2(I) R int = 0.036 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.130 S = 1.07 3519 reflections 226 parameters H-atom parameters constrained Á max = 0.20 e Å À3 Á min = À0.22 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C10-C15 ring. Symmetry codes: (i) Àx; y À 1 2 ; Àz À 1 2 ; (ii) x; Ày À 1 2 ; z À 1 2 ; (iii) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (iv) x; y þ 1; z.
D-HÁ
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: PLATON (Spek, 2009 (8) C7 0.0581 (9) 0.0485 (9) 0.0497 (9) 0.0075 (8) 0.0015 (7) 0.0061 (7) C9 0.0608 (10) 0.0430 (8) 0.0463 (9) 0.0040 (7) −0.0073 (7) 0.0026 (7) 0.0881 (13) 0.0544 (10) 0.0504 (10) 0.0150 (10) 0.0040 (9) 0.0048 (8) C16 0.0494 (9) 0.0478 (9) 0.0460 (9) 0.0001 (7) −0.0004 (7) −0.0040 (7) C17 0.0560 (10) 0.0568 (10) 0.0495 (9) −0.0071 (8) −0.0001 (7) 0.0006 (8) C18 0.0622 (11) 0.0684 (12) 0.0479 (9) −0.0002 (9) −0.0001 (8) 0.0006 (8) C19
0.0551 (10) 0.0716 (12) 0.0541 (10) 0.0070 (9) −0.0069 (8) −0.0126 (9) C20 0.0542 (10) 0.0733 (13) 0.0690 (12) −0.0138 (9) −0.0054 (9) −0.0104 (10) C21 0.0603 (10) 0.0619 ( 120.0 C19-C20-H20 119.3 C8-C7-H7 120.0 C21-C20-H20 119.3 O1-C9-C10 121.04 (15) C16-C21-C20 120.56 (17) O1-C9-C1 118.19 (15) C16-C21-H21 119.7 C10-C9-C1 120.74 (14) C20-C21-H21 119.7 C15-C10-C11 119.84 (18) C19-C22-H22A 109.5 C15-C10-C9 122.84 (16) C19-C22-H22B 109.5 C11-C10-C9 117.29 (17) H22A-C22-H22B 109.5 C12-C11-C10 120.8 (2) C19-C22-H22C 109.5 C12-C11-H11 119.6 H22A-C22-H22C 109.5 C10-C11-H11 119.6 H22B-C22-H22C 109.5 C11-C12-C13 119.7 (2)
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C10-C15 ring. Symmetry codes: (i) −x, y−1/2, −z−1/2; (ii) x, −y−1/2, z−1/2; (iii) −x+1, y+1/2, −z+1/2; (iv) x, y+1, z.
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